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Western blot. The soluble fraction was mixed with 5 Laemmli buffer followed by heating at 95 C Signal ratio values of Cy5 to Cy3 were normalized, so that the modal peak of the logarithm value of the ratio was set to be zero. The data were presented in a box-and-whisker diagram, and outliers were considered as thermally shifted spots. Used as internal standards for intergel analysis, Cy2 signal matched the location of each spot across all gels, and the relative amounts of
Cy3 and Cy5 signals to Cy2 signal were calculated to plot melting curves. Data analysis and sigmoidal curve fitting were done by GraphPad Prism 5.
Mass spectrometry. The protein spots from silver-stained gel were excised and destained followed by in gel trypsin digestion. The extracts were evaporated in SpeedVac and then dissolved in 10% acetonitrile containing 0.1% formic acid. The resulting peptides were desalted with trap column (i.d. 
